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<160> 10 

<170> Patent] 

<210> 79 

<211> 34 

<212> DNA 

<213> Homo sapie 



<220> 

<221> exon 
<222> (1) . . (34) 

<223> Donor Splice S^e: Residue 1-10 are the exonic sequence 
and Re si 

dues 11-34 are the intronic sequence 



<400> 79 

egg ate ccg agt gag tgg 
34 



cct ccg gag cag a 



<210> 80 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> exon 
<222> (1) . . (35) 

<223> Acceptor Splice Site: Residues 1-25 are the intronic 
sequence an 

d Residues 26-35 are the exonic\ sequence . 



<400> 80 

cag agt gca ccg tct egg tga eta ggt gat c\t tc 



<210> 81 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<220> 




<221> 1 exon 
<222> \ (1) . . (35) 

<223> \ Donor Splice Site: Residue 1-10 are the exonic sequence 
and R^si 

iues 11-35 are the intronic sequence 



<400> 81 

csa cac d^t cgt aag tag gcc ctg cgc gcc tgt ct 
35 




82 
35 
DNA 

Homo Sapiens 



exon 
(1) . . ( 

Accepto^ Splice Site: 
sequence an 

d Residu 



Residues 1-25 are the intronic 



26-35 are the exonic sequence. 



<400> 82 

gcc ate cat ccg tt\t ate ccc aca gca cac ggg gg 
35 



<210> 83 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 
<223> 
and 



exon 

(1) . . (35) 
Donor Splice Sit 
Resi 

dues 11-35 are tl 



Residue 1-10 are the exonic sequence 
{e intronic sequence 



<400> 83 

get get gca ggt ggg get g^g gtt ggc agg get gg 
35 



<210> 84 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> exon 
<222> (1) . . (35) 

<223> Acceptor Splice Site: Residues 1-25 are the intronic 
sequence an 

d Residues 26-35 are the\ exonic sequence. 



<400> !8< 

cac tga c^t gca get ctg ggg cca ggt tga tgc cc 
35 



<210> 85 

<211> 35 

<212> DNA 

<213> Homo saNpiens 




<220> 
<221> 
<222> 
<223> 
and 



exon 

(1) . . (35) 

Donor Splice Site: Residue 1-10 are the exonic sequence 
Resi 

dues 11-35 



:e the intronic sequence 



00> 85 
ca gac caa ggt cag a^ 
35 



rg ccg ctg gec acg ggg tg 



<210> 
<211> 
<212> 
<213> 



86 
35 
DNA' 

Homo sapiens 



<220> 

<221> exon 
<222> (1) . . (35) 

<223> Acceptor Splice Site:\ Residues 1-25 are the intronic 
sequence an 

d Residues 26-35 are ttje exonic sequence. 



<400> 86 
cat ggc tga cct tct ccc tgg gca 
35 



jga gaa gec rt 



<210> 87 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 
<223> 



and Resi 



exon 

(1) . . (35) 

Donor Splice Site: 



Residue 1-10 are the exonic sequence 



dues 11-35 are the intronic sequence 



<400> 87 

cac cac cca ggt gcg egg ggc tgc agg ggc gg^ 
35 



ca 



<210> 88 
<211> 35 



